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(54) Title: cDNA ENCODING A GENE BOG (B5T OVER-EXPRESSED GENE) AND ITS PROTEIN PRODUCT 
(57) Abstract 

Nucleic acids that encode novel polypeptides, designated in the present application as "BOG" (B5T Over-expressed Gene) are 
provided. BOG binds to pRb and is over-expressed in a number transformed rat liver epithelial (RLE) cell lines resistant to the growth 
inhibitory effect of TGF-£ 1 as well as in primary liver tumors. Compositions including BOG chimeras, nucleic acids encoding BOG and 
antibodies to BOG are also provided. Methods of using BOG to modulate pRb-protein interactions and to alter cellular phenotype are 
further provided. 
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1 

SEQUENCE LISTING 
<110> Snorn S. Thorgeirsson 

<120> cDNA ENCODING A GENE BOG (B5T 

OVER-EXPRESSED GENE) AND ITS PROTEIN PRODUCT 



<130> 11613. 29WOI1 

<150> 60/079.567 
<151> 1998-03-27 

<160> 11 

<170> FastSEQ for Windows Version 3.0 

<210> 1 

<211> 1897 

<212> DNA 

<213> RATTUS NORVEGICUS 

<220> 

<221> CDS 

<222> (18) . . . (536) 

<400> 1 

gtcccacgtc cgcatta acg gtg tec cct acc aag gca gtg att gtt cct 50 
Met Val Ser Pro Thr Lys Ala Val lie Val Pro 
1 5 10 



ggg aac gga ggc ggg gat gtg gec acc cac ggc tgg tac ggc tgg gtg 
Gly Asn Gly Gly Gly Asp Val Ala Thr His Gly Trp Tyr Gly Trp Val 
15 20 25 



gag cgt gca agt ggg tac ttc age cgc ccc tgg cag tgg gag aag ate 
Glu Arg Ala Ser Gly Tyr Phe Ser Arg Pro Trp Gin Trp Glu Lys He 

1 1 n tie 1 



110 H5 120 

aag gec aac tgc cct cac att ata cag ttt ggc tct act gat gac ccc 

Lys Ala Asn Cys Pro His He He Gin Phe Gly Ser Thr Asp Asp Pro 
125 130 135 



98 



aga aag ggg ctg gag cag att cct ggt ttc cag tgt ttg get aaa aac 146 
Arg Lys Gly Leu Glu Gin He Pro Gly Phe Gin Cys Leu Ala Lys Asn 
30 35 40 

atg cct gac cca att acc get cga gag age ate tgg ctg ccc ttc atg 194 
Met Pro Asp Pro He Thr Ala Arg Glu Ser He Trp Leu Pro Phe Met 
45 50 55 

gag aca gaa ctg cac tgt gat gag aag acc ate ate ata ggc cac agt 242 
Glu Thr Glu Leu His Cys Asp Glu Lys Thr He He He Gly His Ser 
60 65 70 75 • 

tec ggg gec ate gca gee atg agg tat gca gag aca cat cag gta tac 290 
Ser Gly Ala He Ala Ala -Met Arg Tyr Ala Glu Thr His Gin Val Tyr 
80 85 90 

get etc ata ttg gtg tct gca tac aca tea gac ttg gga gat gaa aat 338 
Ala Leu He Leu Val Ser Ala Tyr Thr Ser Asp Leu Gly Asp Glu Asn 
95 100 105 



386 



434 



482 



ttc ctt cca tgg aag gaa caa caa gaa gtg gca gat age tgg acg cca 
Phe Leu Pro Trp Lys Glu Gin Gin Glu Val Ala Asp Ser Trp Thr Pro 
140 145 150 155 

aac tgt aca aat tea ctg acc gtg gtc act ttc aga aca cag agt tec 530 
Asn Cys Thr Asn Ser Leu Thr Val Val Thr Phe Arg Thr Gin Ser Ser 
160 165 170 
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atg aac tgattagagt ggtgaagtct atgctgaiTtc ctgctctgta acacgccagg 586 
Met Asn 



a cggggtaga 
z tagactaca 
acttccagtt 
cctgt ttga t 
aagtcagaag 
aaagcagggt 
tgacccaggt 
tccacttctg 
ccgtctaggc 
tatatgactg 
acgat tcaag 
gctcaagaga 
ccccaaccgt 
gtatctgtta 
cgtgacctat 
ggtaactggg 
aggtcatccc 
aaacaagata 
tgttattaag 
agtcaagagg 
gtagtcacaa 
cagtgtaccc 



agagtaacag 
gaagtgtctg 
cccacagagc 
aagagacagg 
aacccagaac 
caggagggaa 
ctcctgaggc 
agaccccagt 
caagtaaacc 
acactttcca 
gtccagaatg 
acaaactcaa 
ccagactcta 
tacactgtat 
gtctttttta 
aacagcattg 
tttgtgaact 
actaaaacga 
tttttaagta 
ctactgagct 
ccatctgtaa 
acatacataa 



ccgccacccc 
agcaacaaac 
ttaaatctcc 
ttttttattt 
ttgacataga 
ggctatcttg 
tcatcccaaa 
acttggaaaa 
ctgtctcaaa 
tttgtaataa 
ttgtcttaga 
acttgggtgt 
cagtgagagt 
agactgcaga 
ctagagaaca 
taattaaaag 
tggccgcaaa 
cataatacta 
tcttcaaaag 
tttttccaga 
tggacccgat 
aataagtaaa 



cacacagct t 
ccacttgaac 
ccaaaagcta 
ttaagctatc 
cctggttgtg 
accctgtctc 
ttataactca 
ctgaggaagg 
acaacaacaa 
aaaattttct 
actcaaaacc 
tcatcattga 
gacacatatg 
ttcgatcacg 
tagtgtgtat 
acttgcaaat 
catttttaga 
aagggtggaa 
aactcttcca 
gttctgagtt 
gccctcttct 
tcttaaaaaa 



agacatggac 
actcacactg 
ctagctacag 
ccgttgatgc 
tgtccctgta 
agaaagagcg 
ctatgtttag 
tccaccttga 
aaacaggctt 
cttactgggg 
ctggctgctc 
aattcctgac 
atgctagtag 
ggagtgctgc 
ataattccta 
gccactacaa 
atctctatga 
aacaaggagc 
gggctaggga 
caattcccag 
ggtgtgtctg 
aaaaaaaaaa 



gtccgtccag 
agtcagtagc 
cagtatgttt 
aaagagagtt 
atcacttcag 
agcaagaaga 
caagatgtgt 
gcttgagacc 
tcattcaact 
aaacgaaaac 
tttaaaaccg 
cccaccacgc 
actgcaggca 
aatatagaaa 
catgaattat 
gacaaagacc 
agtccaagaa 
aaccgtattt 
gaaggctgac 
caactacatg 
aagacagcta 
a 



646 
706 
766 
826 
886 
946 
1006 
1066 
1126 
1186 
1246 
1306 
1366 
1426 
1486 
1546 
1606 
1666 
1726 
1786 
1846 
1897 



<210> 2 
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<212> PRT 

<213> RATTU5 NORVEGICUS 
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<213> Human papilloma virus 
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Asp Leu Leu Met Gly Thr Leu Gly lie Val Cvs Pro lie Cys Ser Gin 
85 90 95 

Lys Pro 



<210> 4 
<211> 20 
<212> PRT 

<213> Simian virus 



<400> 4 

Asn Ala Phe Asn Glu Glu Asn Leu Phe Cys Ser Glu Glu Met Pro Ser 

1 5 10 15 

Ser Asp Asp Glu 
20 



<210> 5 

<211> 22 

<212> PRT 

<213> Adenovirus 



<400> 5 

Asn Leu Val Pro Glu Val lie Asp Leu Thr Cys His Glu Ala Gly Phe 

1 5 10 15 

Pro Pro Ser Asp Asp Glu 
20 



<210> 6 
<211> 19 
<212> PRT 
<213> Human 



<400> 6 

Leu He Gly Pro Glu Thr Leu Val Cys His Glu Val Asp Leu Thr Ser 

15 10 15 

Glu He Asp 



<210> 7 
<211> 522 
<212> DNA 
<213> Human 



<400> 7 

atggtgtccc ccagcaaggc agtgattgtt cccgggaaga taggcgggga tgagaccacc 60 

cacggctggt atggctgggt gaaaaaggag ctggagaaga tacctggttt ccagtgtttg 120 

gctaaaaaca tgcccgaccc aattaccgcg cgagagagca tctggctgcc cttcatggag 180 

acagaactgc actgtgatga gaagactatc atcattggcc acagttccgg ggccatcgcg 240 

gccatgaggt atgcagaaac acatcgagta tatgctctca tattggtgtc tgcatacaca 300 

tcagagtttg gagatgaaaa tgagcgtgca agtgggcact tcagccgcec ctggcagtgg 360 

gagaagatca aggccaaccg ccctcacatt gtacagtttg gctctactga tgaccccttc 420 

cttccctgga aggaacaaca agaagtggca gatagctgga cgccaaattg tacaaattca 480 

ccgaccgtgg tcactttcag aacacagagt tccatgaact ga 522 
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Ser Ala Tyr Thr Ser Giu Phe Gly Asp Glu Asn Glu Arg Ala Ser Gly 

100 105 no 

Tyr Phe Ser Arg Pro Trp Gin Trp Glu Lys He Lys Ala Asn Cys Pro 

US 120 125 

His He Val Gin Phe Gly Ser Thr Asp Asp Pro Phe Leu Pro TrD Lvs 

130 135 140 

Glu Gin Gin Glu Val Ala Asp Ser Trp Thr Pro Asn Cys Thr Asn Ser 
"5 150 155 leo 

Leu Thr Val Val Thr Phe Arg Thr Gin Ser Ser Met Asn 
165 170 

<210> 9 
<211> 522 
<212> DNA 

<213> Mus musculus 

<220> 

<221> CDS 

<222> (1) . . . (522) 

<400> 9 

atg gcg tec ccc aac aag gca gtg att gtt cct ggg aac gga ggc ggg 48 

Met Ala Ser Pro Asn Lys Ala Val He Val Pro Gly Asn Gly Gly Gly 

1 5 10 15 

gat gtg gcc acc cac ggc tgg tat ggc tgg gtg aaa aag ggg ctg gag 96 
Asp Val Ala Thr His Gly Trp Tyr Gly Trp Val Lys Lys Gly Leu Glu 
20 25 "* 30 

cag att cct ggt ttc cag tgt ttg get aaa aac atg cct gac cca att 144 
Gin He Pro Gly Phe Gin Cys Leu Ala Lys Asn Met Pro Asp Pro He 
35 40 45 

acc gcg cga gag age ate tgg ctg ccc ttc atg gag aca gag ctg cac 192 
Thr Ala Arg Glu Ser He Trp Leu Pro Phe Met Glu Thr Glu Leu His 
50 55 60 

tgt gac gag aag acc ate ate ata ggc cac agt tec ggg gcc ate gca 240 
Cys Asp Glu Lys Thr He He He Gly His Ser Ser Gly Ala He Ala 
65 70 75 80 

gcc atg agg tat gca gag aca cat cag gta tac get etc gta ttg gtg 288 
Ala Met Arg Tyr Ala Glu Thr His Gin Val Tyr Ala Leu Val Leu Val 
85 90 95 

tct gca tac aca tea gac ttg gga gat gaa aat gag cgt gca agt ggg 336 
Ser Ala Tyr Thr Ser Asp Leu Gly Asp Glu Asn Glu Arg Ala Ser Gly* 
100 105 110 

tac ttc age cgc ccc tgg cag tgg gag aag ate aag gcc aac tgc cct 384 
Tyr Phe Ser Arg Pro Trp Gin Trp Giu Lys He Lys Ala Asn Cys Pro 
115 120 125 

cac att ata cag ttt ggc tct act gat gac ccc ttc ctt ccc tgg aag 432 
His He He Gin Phe Gly Ser Thr Asp Asp Pro Phe Leu Pro Trp Lys 
130 135 140 

gaa caa caa gaa gtg gca gat age tgg acg cca aat tgt aca aat tea 480 
Giu Gin Gin Glu Val Ala Asp Ser Trp Thr Pro Asn Cys Thr Asn Ser 

150 155 160 

ctg acc gtg gtc act ttc aga aca cag agt tec atg aac tga 522 
Leu Thr Val Val Thr Phe Arg Thr Gin Ser Ser Met Asn * 
165 170 



<210> 10 
<211> 173 
<212> PRT 
<213> Mus 

<400> 10 



musculus 
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<400 
cagagccctg 
gcataggaca 
cctgaagctc 
tcgcaaaacc 
tatggtgaca 
tgagttctag 
gaaactgtct 
aagtattggt 
agggatgtgg 
ggtaattcac 
aggtatccaa 
cttggtctga 



> 11 
aaaggttgtt 
ctggagacac 
actggctagt 
caaatgtaat 
ctccctttta 
gecagtctgg 
taaacaaatt 
acaactaata 
agtatgagaa 
aggtttgagt 
gaactacaat 
gagctgetgg 



gcatgagccc 
agttcatgtc 
attcttgeta 
gtggaaatga 
atgccagcac 
tttaca taga 
aaggaacgt t 
aaaagataac 
cgctggaaaa 
ttagctgect 
tcccagaagt 
tccaagctgg 



gtgaaagtgg 
cagcattcat 
aaccaatgag 
aggaaaagaa 
tcaggagaca 
cagctccagg 
catttgaaaa 
acattatgag 
ggggtaaatc 
gtgetttage 
ccgcagtgca 
gcaaggtctc 



agtttcagtg 
ggagtgggag 
ctccaaattc 
gacacccaac 
aaaagcaggc 
ccagtaaggg 
aaaataaacc 
cacgctgttg 
aaagataatt 
cagaaaatgc 
ggctctgggc 
ccacgtctac 



gtagtggata 
cagagagttc 
acagatcttg 
actgactgaa 
agatcttttg 
getaegtaat 
ttcct taaag 
ccagcacata 
aatatttgat 
gtaggcctgc 
cggatgtagt 
attc 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
714 
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00151 



00201 



CPIB 
ACF 



AACCMTGAGCTCCAAATTCACAGATCTTGTCGCAAAACCCAAATGTAAT 
C/EBP (10.00 2.0000) 
CBF (1) (10.00 2.0000) 
CBF (2) (10.00 2.0000) 
CBF-A (10.00 2.0000) 
CBF-B (10.00 2.0000) 
CCAAT-bindino factor (10.00 2.0000) 
CDF (10.00 2.0000) 
CRF (10.00 2.0000) 
CTF (10.00 2.0000) 
NF-Y (10.00 2.0000) 
NF-Y' (10.00 2.0000) 
alpha-CBF (10.00 2.0000) 
alpha-CPl (10.00 2.0000) 
alpha-CP2a, alpha-CP2b (10.00 2.0000) 
alpha-IRP (10.00 2.0000) 



PCT/US99/04142 



(14.00 2.0000) 
(14.00 2.0000) 



<- 
<- 
<- 
<- 
<- 
<- 
<- 
<- 
<- 
<- 
<- 
<- 
<- 
<- 
<- 
<- 
<- 
<- 



CDP (10.00 2.0000) 
CDP2 (10.00 2.0000) 
Clox (10.00 2.0000) 
CP1 (10.00 2.0000) 
CP1 (10.00 2.0000) 
CP2 (10.00 2.0000) 
Cux (10.00 2.0000) 
En (16.00 1.6000) 
H1TF2 (10.00 2.0000) 
HF-1 (10.00 2.0000) 
NF-E (10.00 2.0000) 
NF-E (10.00 2.0000) 
SRF (10.00 2.0000) 
TGGCA-bindinq protein 
> HiNF-A 



(10.00 2.0000) 
(12.00 1.0000) 

CP2 (10.00 

-r — > IOF-1 



0.9091) 

(10.00 1.6667) 
HiNF-A (12.00 1.0000) 
(10.00 1.1111) 
(13.00 1.6250) 
(16.00 



AGP/EBP 
AP 3 (2) 
IqPE-1 



GTGGAAATGAAGGAAAAGAAGACACCCAACACTGACTGAATATGGTGACA 

< hst (14.00 0.9333) 

< HSF (14.00 0.9333) 

< . HSF (14.00 0.9333) 

< HSF1 (long) (14.00 0.9333) 

< - HSF1 (short) (14.00 0.9333) 



2.0000) 
LAP (10.00 1.1111) 
NF-IL6 (10.00 1.1111) 
HF-IL6beta (10.00 1.1111) 
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-- HSF1 (14.00 0.9333) 

> c-Ets-2 (12.00 2.0000) 

c-Ets-1 54 (11.00 1.8333) 

' c-Ets-1 68 {11.00 1.6333) 

• — c-Ets-2 58-64 (11.00 1.8333) 
• — PEW (11.00 1.8333) 
• — PEA3 (11.00 1.8333) 
• — PEA3 (11.00 1.8333) 

> GR (12.00 2.0000) 

< CACCC-binding factor (10.00 2.0000) 

< qaanaCACl (10.00 2.0000) 

< qamaCAC2 (10.00 2.0000) 

> AjM. (16.00 2.0000) 

> GCK4 (12.00 2.0000) 

> delta factor (12.00 1.0909) 

> m (12.00 1.0909) 

< myc-CFl (10.00 1.6667) 

> £300 (14.00 2.0000) 

00251 CTCCCTTTTAATGCCAGCACTCAGGAGACAAAAAGCAGGCAGATCTTTTG 

> NF-l/L (10.00 2.0000) 

> GCN4 (12.00 2.0000) 

< 2este (12.00 2.0000) 

< Zeste (12.00 2.0000) 

> ADR1 (10.00 2.0000) 

— -> LVc (10.00 2.0000) 

> Zeste (10.00 2.0000) 

> Zeste (10.00 2.0000) 

00301 TGAGTTCTAGGCCACTCTGGTTTACATAGACAGCTCCAGGCCAGTAAGGG 

< GR (12.00 2.0000) 

> NF-IL-2A (16.00 1.6000) 

> Qct-i (16.00 1.6000) 

> Qct-2.1 (16.00 1.6000) 

< — VBP (20.00 1.6667) 

> NF^E (10.00 2.0000) 

<- — (10.00 2.0000) 

> E4BP4 (12.00 1.2000) 

00351 GCTAGCTAATGAAACTGTCTTAAACAAATTAACCAACGTTCATTTGAAAA 

> IOF-1 (10.00 1.6667) 

< STE12 (16.00 2.0000) 

< NF^E (10.00 2.0000) 

< Ftz (18.00 1.6364) 

> HQXA5 (10.00 1.0000) 

> c-Ets-2 (12.00 2.0000) 

< EcR (11.00 1.0000) 

> TEIID (12.00 2.0000) 

> Hb (20.00 2.0000) 

00401 AAAATAAACCTTCCTTAAAGAAGTATTGGTACAACTAATAAAAAGATAAC 
> AGP/EBP (10.00 1.1111) 
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Sequence 
RLHEXRT-3 

00001 CAGAGCCCTGAAAGGTTGTTGCATGAGCCCGTGAAAGTGGAGTTTCAGTG 

< NF-W1 (16.00 2.0000) 

< NF-W2 (16.00 2.0000) 

< Zeste (12.00 2.0000) 

< Zeste (12.00 2.0000) 

> Bftpi (1000 0.8333) 

00051 GTAGTGGATAGCATAGGACACTGGAGACACAGTTCATGTCCAGCATTCAT 

< C/EBP (13.00 1.6250) 

< C/EBP (13.00 1.6250) 

< C/EBP (13.00 1.6250) 

< C/EBP (13.00 1.6250) 

> NTJj (10.00 2.0000) 

> GR (12.00 2.0000) 

> AMU (10.00 2.0000) 

< GR (12.00 2.0000) 

> CBF (2) (16.00 1.6000) 

> SRF (16.00 1.6000) 

< Pit-la (14.00 2.0000) 

00101 GGAGTGGGAGCAGAGAGTTCCCTGAAGCTCACTGGCTAGTATTCTTGCTA 
<- — GR (10.00 2.0000) 

> AGP /EBP (10.00 1.1111) 

> c/EBP (11.00 1.2222) 

> c/EBP (11.00 1.2222) 

> c/EBP (11.00 1.2222) 

> c/EBP (11.00 1.2222) 

> c/EBP (11,00 1.2222) 

> iju> (10 00 i.ini) 

> HF-IL6 (10.00 1.1111) 

> nF-IL6beta (10.00 1.1111) 

< „ CP2 (10.00 0.9091) 

> CPIA (14.00 2.0000) 
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> c-Ets-1 54 (11.00 1.8333) 

> c-Ets-1 68 (11.00 1.8333) 

> c-Ets-2 58-64 (11.00 1.8333} 

> LAP (10.00 1.1111) 

> HF-IL6 (10.00 1.1111) 

> HF-IL6beta (10.00 1.1111) 

> PEA3 (11.00 1.8333) 

> PEA3 (11.00 1.8333) 

> PEA3 (11.00 1.8333) 

kappaY factor (16.00 2.0000) 
c-Ets-2 (12.00 2.0000) 

> alpha-CBF (10.00 2.0000) 

> alpha-CPl (10.00 2.0000) 

> alpha-CP2A, alpha-CP2b (10.00 2.0000) 

> alpha-IRP (10.00 2.0000) 

> CDP (10.00 2.0000) 

> CDP2 (10.00 2.0000) 

> Clox (10.00 2.0000) 

- — > CP1 (10.00 2.0000) 

> CP1 (10.00 2.0000) 

- — > CP2 (10.00 2.0000) 

— -> Cux (10.00 2.0000) 

> H1TF2 (10.00 2.0000) 

> NJM. (10.00 2.0000) 

> HF^E (10.00 2.0000) 

> NF-E (10.00 2.0000) 

— -> SRF (10.00 2.0000) 

> TGGCA-bindinq protein (10.00 2.0000) 

< C/EBP (10.00 2.0000) 

< CBF (1) (10.00 2.0000) 

< CBF (2) (10.00 2.0000) 

< CBF-A (10.00 2.0000) 

< CBF-B (10.00 2.0000) 

< CCAAT-bindinq factor (10.00 2.0t)00) 

<- — CDF (10.00 2.0000) 

< CRF (10.00 2.0000) 

< CTF (10.00 2.0000) 

< HF^Y (10.00 2.0000) 

< NF-Y' (10.00 2.0000) 

— > HOXA5 (10.00 1.0000) 

> Hb (16.00 1.6000) 

> GATA-1 (12.00 2.0000) 

< GATA-1 (10.00 1.6661) 

< GATA-1 (10.00 1.6667) 

< GATA-1 (10.00 1.6667) 

< GATA-2 (10.00 1.6667) 

< GATA-2 (10.00 1.6667) 

< GATA-2 (10.00 1.6667) 
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< GATA-2 (12.00 2.0000) 

< GATA-3 (10.00 1.6667) 

< GATA-3 (10.00 1.6667) 

< GATA-3 (10.00 1.6667) 

< GATA-3 (10.00 1.6667) 

< GATA-3 (10.00 1.6667) 

< NF-Elb (10.00 1.6667) 

< HF-Elc (10.00 1.6667) 

— -> DBF-A (10.00 2.0000) 

< GAL4 (10.00 2.0000) 

< TBP (10.00 2.0000) 

00451 ACATTATGAGCACGCTGTTGCCAGCACATAAGGGATGTGGAGTATGAGAA 

- — > NF-l/L (10.00 2.0000) 

> GCR1 (10.00 2.0000) 

> C/EBP (14.00 1.7500) 

> C/EBP (14.00 1.7500) 

> C/EBP (14.00 1.7500) 

> C/EBP (14.00 1.7500) 

> C/EBP (14.00 1.7500) 

00501 GCGTGGAAAAGGGGTAAATCAAAGATAATTAATATTTGATGGTAATTCAC 

< AGP /EBP (13.00 1.8571) 

> HiHF-A (12.00 1.0000) 

< Kr (16.00 1.6000) 

<- — Pit-la (10.00 2.0000) 

> GATA-1 (12.00 2.0000) 

< GATA-1 (10.00 1.6667) 

< GATA-1 (10.00 1.6667) 

< GATA-1 (10.00 1.6667) 

< GATA-2 (10.00 1.6667) 

< GATA-2 (10.00 1.6667) 

< GATA-2 (10.00 1.6667) 

< GATA-2 (12.00 2.0000) 

< GATA-3 (10.00 1.6667) 

• < GATA-3 (10.00 1.6667) v, 

< GATA-3 (10.00 1.6667) 

< GATA-3 (10.00 1.6667) 

< GATA-3 (10.00 1.6667) 

< HF-Elb (10.00 1.6667) 

< NF-Elc (10.00 1.6667) 

> DBF-A (10.00 2.0000) 



-> H0XA5 (10.00 1.0000) 



< GAL4 (10.00 2.0000) 

< TBP (10.00 2.0000) 

< N-Oct-3 (12.00 1.7143) 

< N-Oct-3 (12.00 1.7143) 

< N-Oct-3 (12.00 1.7143) 

00551 AGGTTTGAOTTAGCTGCCTGTGCrrTAGCCAGAAAATGCGTAGGCCTGC 
- — > Zeste (10.00 2.0000) 
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FIG. I3F 



> Zeste (10.00 2.0000) 

< CP2 (11.00 1.0000) 

> Kerl (16.00 1.6000) 

<- — LVc (10.00 2.0000) 
00601 AGGTATCCAAGAACTACAATTCCCAGAAGTCCGCAGTGCAGGCTCTGGGC 

> GR (12.00 2.0000) 

> AGP/EBP (13.00 1.8571) 

> il-6 RE-BP (18.00 2.0000) 

> il-6 RE-BP (18.00 2.0000) 

< §£l (16.00 1.6000) 

> S£l (10.00 2.0000) 

> LVc (10.00 2.0000) 

> GAL4 (10.00 2.0000) 

> GR (10.00 2.0000) . 

< ^Ag (10.00 2.0000) 

> GCF (10.00 1.4286) 

< Elk-1 (10.00 1.0000) 

< c-Ets-1 (16.00 1.6000) 

< c-Ets-1 54 (12.00 1.5000) 

< c-Ets-1 68 (12.00 1.5000) 

< c-Ets-1 (12.00 1.5000) 

< PEA3 (12.00 1.5000) 

< PEA3 (12.00 1.5000) 

< PEA3 (12.00 1.5000) 

> Bed (16.00 1.6000) 

nnet , < E1A-F (14.00 2.0000) 

00651 CGGATGTAGTCTTGGTCTGAGAGCTGCTGGTCCAAGCTGGGCAAGGTCTC 

> GCR1 (10.00 2.0000) 

< EFII (18.00 1.6364) 

< H4TF-2 (10.00 2.0000) 

< GCF (10.00 1.0000) 

< £Ag (10.00 2.0000) 

<- — LF-A1 (10.00.2.0000) 
< ELP (14.00 2.0000) 

< ADM (10.00 2.0000) 

00701 CCACGTCTACATTC 
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